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management, see ecology 
Poultry, 449 
Precision, 149, 262, and see information, 
least squares 
Prediction, see regression 
Preference, see organolepsis 
Probability, 80, 127, 452, 486 
conditional, 461 
generating function, 67, 81 
of disease, 547 
Proportions, 83, 513, and see binomial 
significance of, 407 
Psychology, 51, 242, 545, and see psy- 
chological tests 
Quadratic forms, 88, 275, 537 
Quality, see organolepsis 
Quantification, see scales 
Queue, 413, and see stochastic processes 
Randomization, 265, 494, and see selec- 
tion 
lacking, 310, 374, and see observa- 
tional studies 
Randomized blocks, 373, and _ see 
balancing, incomplete blocks 
Random process, 416, and see stochastic 
processes 
Random variable, 84, 117, 433 
Range, see tests using range 
quasi-, 412 
Ranks, 415, and see scores, transforma- 
tions 
Ratio, see proportion 
Recurrence formula, 68 
Regression, see adjusted means, canoni- 
cal analysis, correlation, covariance, 
orthogonal polynomials, trend 
adjustment, 311 
analysis, see analysis of covariance 
binomial, 225 
coefficient, 269 
variance of, 298 
curvilinear, 230 
equation, 508 
error, 295, 401 
external, 295 
heterogeneity of, 354 
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independent variable affected by treat- 
ments, 264, 287 
interblock, 279, 316 
interpretation of, 282 
model, 261, 304, 501 
multiple, 19, 178, 501 
of proportion, 225 
of ratio, 225 
repeated linear, 295 
treatment, 295 
Rejection of data, 117, and see missing 
values, selection test for, 118 
Reliability, 409 
Replication, fractional, 391, 411, and see 
alias 
Residuals, see error 
Response, see bioassay, dose response, 
model, time response quantal, 131, 
149, 415 
scale, 51 
Reversal, see cross-over design 
Sample size needed, 408, 442, 530, and 
see optional stopping 
Sampling, 71, 127, 243, 246, and see 
components of variance, design of 
experiments, sample size needed 
area, 245 
ecological, 71 
error, see variance 
Scales, 51, 409, 496, and see metric, 
scores 
Scedasticity, 164 
Scores, 55, 177, 496, and see discrimi- 
nant function, organolepsis, ranks, 
scales 
Selection, see balancing, design of ex- 
periments, genetic selection, ran- 
domization, rejection of data, 
sampling 
of data, 133 
of estimate, 438 
of subsets, 414 
Sensitivity data, 496, and see quantal 
response 
Sensory tests, see organolepsis 
Serology, see hematology, immunology 
Significance, 511, and see selection 
Sign test, 410 
Simultaneous equations, see matrix 
nonlinear, 54 
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Skewness, 71 
Sociology, 242, 270, 468 
Split plots, 396, 506 
Covariance adjustment, 268, 279, 
396 
Standard deviation, see variance 
Standard error, see variance 
Statistical control, see analysis of co- 
variance 
Stochastic processes, 79, 418, 419, 420, 
451, and see queue, random vari- 
ables 
Stratification, 373, and see sampling 
Student’s t, see t test 
Subjective evaluation, see organolepsis 
Successive approximation, see iteration 
Sufficient statistic, 28, 411, 414, 421, and 
see efficiency, estimation 
Survival curve, see dose response curve, 
time response curve 
Survival time, see time response curve 
Switchback, see cross-over design 
Symmetry, 410 
Systematic designs, 36, 374 
Systematic statistics, see order statistics 
Tables, miscellaneous, 28, 54, 366, 443, 
502, 515 
Taste tests, see organolepsis 
Taxonomy, 183, 238, 408 
Tests, see analysis of variance, Behrens- 
Fisher, chi square, confidence limits, 
F test, goodness of fit, least signifi- 
cant difference, life testing, null 
hypothesis, ranks, rejection of data, 
significance, t test 
accelerated, 497 
approximate, 510 
combination of, 318 
exact, 113, 370, 387 
fixed range, 511 
Multiple range, 13, 164, 344, 511 
Duncan’s, 13, 513 
Tukey’s, 13, 513 
power of, 174 
multivariate, 419 
of significance, 57, 273, 511 
of significance of 
difference, approximate, 407 
multiple correlation, 498 
regression, 285 
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variance, 264 
variance ratio, noncentral, 497 
one-sided, 502 
psychological, 409 
studentized range, 512 
two-tailed, 503 
using range, 413, and see fixed range 
test, multiple range test, studentized 
range test 
variances heterogeneous, 12 
Theory, see biometry, hypothesis, model 
Time response curve, 433, 546, and see 
dose response curve 
Time series, 19, 241, 245 
Topology, discriminatory, 185, and see 
discriminant function 
Transformations, 39, 64, 183, 415, and 
see additivity, analysis of variance, 
bioassay, canonical analysis, dis- 
criminant function, logistic curve, 
matrix, model 
angular, 407 
are sine, see angular 
inverse sine, see angular 
linear, 416 
logit, 29 
probit, 30, 157 
rankit, 53 
Trend, 415, and see regression 
T test, see confidence limits 
multiple, 513 
noncentral, 535 
Twins, 222 
Unequal subclasses, 333 
Uniformity data, 66 
Variance, see covariance, F test, genetics, 
mean deviation, mean square error 
analysis of, 5, 20, 36, 55, 139, 200, 261, 
333, 413, 454, 505, 514, 537, 541, 
and see additivity, analysis of co- 
variance, chi square, components of 
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variance, degrees of freedom, error, 
fitting constants, F test, interaction, 
least significant difference, least 
squares, main effect, missing values, 
model, multiple F test, multi- 
variate analysis, orthogonal poly- 
nomials, pooling, regression, tests, 
transformations, uniformity data 
model I, 498 
power of, 506 
approximate, 8 
components, 225, 282, 550 
computation of, 344 
effective, 377 
error, 262 
heterogeneous, 13 
of adjusted mean, 6, 15, 117, 269 
of difference, 6 
of difference of adjusted means, 368, 
377 
of estimate, 438 
of estimate of potency, 135, 143 
of regression coefficient, 117 
ratio, noncentral, 497 
related to mean, 485 
Vector, 451 
Viability, 451 
Virology, 11, 149 
Vitamins, 
A, 299 
B12, 35 
riboflavin, 131 
Weighted squares of means, method of, 
333 
Weighting, 29, 317, 349, 438 
Wild-life, 548 
Youden squares, see incomplete Latin 
square 
Zero-crossing, 416 
Z test, see F test 
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